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Data models and ontologies

Two models have been created to make bise as useful as posible, for example trough semantic web requests
using standards. BISE core ontology describes the content of the BISE engine: components and workflows. EDAM
Bio Imaging provides operations, types of data, and topics extensions to the EDAM ontology for bioimage
analysis, in collaboration with Elixir and Euro Bio Imaging

EDAIVI B|0|mag|ng Ontology T
T o aggathons
BISE is based on crowd-sourcing techniques fostering exchanges & collaboration, and curation of data
e all year long, but it boosted by TAGGATHONS: taggers and collaborators gather to contribute to the
curation of tools, but also to the development of the website and data models.
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Data access and reuse / How to search? \
. . . . . . _ performing automatic registration for CLEM :
All the content is available under an open data Commons Attribution License(In summary, you are Aok o zge plumation g
free to share , reuse and adapt BISE, as long as you credit BISE, NEUBIAS and its contributors). U | | RS | S e et e -
We use standard of semantic web such as JSON and RDF to expose our data, such that other pertoing autontc egistaton for CLEM me————— S E
PI’O]eCtS (such as plantlmageanalyms.org or bio.tools) can be fed by entry in which they got A
interest and avoid duplicate effort of curation. Our data can also be used to perform more -“ ( | o
. . . . e ONTOLDGY - first detecting spots in both image using wavelet segmentation (with different scale according to the image scale R —

advanced queries, as demonstrated below, that aims to be integrated in biii.eu for advanced B s eocem astinerto egter bnages B
SearCh. See also the ABOUT Sect.ion Of b.i.i.i.eu for further example. g . Click on & hlock to know more about a tool. Non referenced tools are non clickahle.
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How to contribute?

deres Our main purpose is to gather the community and bridge the gap between tools and biological problems by fostering the
development of new workflows and disseminate the ones already available. But we also aim to contribute to the Open
Example 2 of query: science cloud, by providing a unique reference database of image processing workflows: to justify data integrity and
We search an EDAM bio imaging topic (e.g. « Microscopy » and find all corresponding subclass, and document data deposition for example. We then follow the concept of FAIR data: Findable, Accessible, Interoperable and
the sofwtare annotated with these topics. Finally we display for each matched subgraph an edge Reusable. Do you want to help us?
between a software label and a topic label Who & why?

Life scientists:
we need your voice on existing tools usage experiences

BISE Bio Imaging Search Engine: a Bio Image Information Index
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Want to become a tagger?
whenever you want! Just create an account and start tagging.
Join NEUBIAS and WG4 to contribute to taggathons!
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